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Institute of Medical Sciences, University of Tokyo, Japan.

Dana-Farber Cancer Institute, Boston, MA.
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Milton S. Hershey Medical Center College of Medicine, Hershey, PA

Cold Spring Harbor Laboratories, Cold Spring Harbor, NY

University of California, San Francisco, CA

Department of Molecular Biology, Princeton University, Princeton, NJ

Department of Biochemistry, Case Western Reserve University School of Medicine,
Cleveland, OH

Graduate Program in Molecular, Cellular, and Developmental Biology, Ohio State University,
Columbus, OH

Department of Biochemistry and Molecular Genetics, University of Illinois at Chicago,
Chicago, IL

Department of Molecular Biosciences, University of Kansas, KS

Cancer Center, St. Louis University, St. Louis, MO.

Eppley Cancer Institute, Universty of Nebraska Medical Center, Omaha, NE

Biochemistry and Molecular Biology Seminar Series, Mayo Clinic College of Medicine,
Rochester, MN

Pennington Biomedical Research Center, Baton Rouge, LA

University of North Carolina Lineberger Comprehensive Cancer Center, Chapel Hill, NC
Department of Biochemistry and Molecular Biology, University of Missouri, Columbia, MO
Department of Pharmacology, University of Michigan, Ann Arbor, MI

Department of Biochemistry, Dartmouth Medical School, Hanover, NH

Laboratory of Gene Regulation and Development, NICHD, NIH, Bethesda, MD

Department of Molecular Genetics and Cell Biology, University of Chicago, Chicago, IL
Department of Chemistry and Biochemistry, University of Colorado, Boulder, CO
Department of Biochemistry, Vanderbilt University, Nashville, TN

Frontiers in Biology Seminar Series, Biochemistry Department, Stanford University, Stanford,
CA

Institute of Molecular Biology and Biotechnology, Foundation for Research and Technology,
Iraklion, Crete.

Department of Biochemistry and Molecular Biology, University of Kentucky, Lexington, KY
Osaka University, Osaka, Japan

Tokyo Metropolitan Institute of Medical Science, Tokyo, Japan

Department of Biochemistry and Molecular Genetics, University of Virginia
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2008

2008

2009
2009
2010
2010

2011
2011
2011
2011
2011

2012

2013
2013
2013

2013
2015
2016
2017
2018
2018

2019

2019

Department of Chemistry and Biotechnology/Life Sciences Seminar, Beadle Center,
University of Nebraska.

Department of Biochemistry and Molecular Biology, University of Oklahoma Health Sciences
Center, Oklahoma City, OK.

Cancer Research UK, Clare Hall Laboratories, South Mimms, United Kingdom

NIH Transcription Factor Interest Group, National Insitutes of Health, Bethesda, MD.
Department of Structural Biology, University of Pittsburgh, Pittsburgh, PA

Department of Biochemistry and Molecular Biology, Colorado State University, Fort Collins,
CO.

"Science at the Edge Seminar Series," Michigan State University, East Lansing, MI

School of Biological Sciences, University of Missouri Kansas City, Kansas City, MO
Department of Pharmacology, New York University, New York, NY

Cancer Center, Massachusetts General Hospital, Charlestown, MA

Department of Biochemistry & Molecular Biology, Johns Hopkins Bloomberg School of
Public Health, Baltimore, MD

Department of Biochemistry & Molecular Biology, Oklahoma State University, Stillwater,
OK.

Department of Biochemistry, Duke University School of Medicine, Durham, NC

Tokyo Medical and Dental University, Tokyo, Japan

Department of Developmental and Molecular Biology, Albert Einstein College of Medicine,
Bronx, NY

Department of Biochemistry, Emory University School of Medicine, Atlanta, GA

Center for Cancer Research Eminent Lecture, National Cancer Institute, NIH, Bethesda, MD
Celebration of Science, Texas Woman's University

Danny Thomas Distinguished Lecture Series, St. Jude Children's Research Hospital

IAS Distinguished Lecture, HKUST Jockey Club Institute for Advanced Study

Department of Biochemistry and Molecular Genetics, University of Colorado School of
Medicine — Anschutz Medical Center

Lecturer, PhD Genetics Seminar Series, The University of lowa Graduate College, lowa City,
Iowa

Pathology Grand Rounds, Yale School of Medicine, New Haven, CT
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